Melting points are recorded using sigma melting point apparatus in capillary tubes and are uncorrected. IR spectra were recorded on Nicolet 6700 spectrophotometer and JASCO FT-IR-4100 spectrophotometer. 1H (400 MHz) and 13C (100 MHz) spectra were recorded on Bruker Avance 400 spectrophotometer. 1H (500 MHz) and 13C (125 MHz) spectra were recorded on Bruker Avance 500 spectrophotometer. The chemical shifts (ppm) and coupling constants (Hz) are reported in the standard fashion with reference to chloroform . In the 13C NMR spectra, the nature of the carbons (C, CH, CH2 or CH3) was determined by recording the DEPT-135 experiment and is given in parentheses. CHN analysis was carried out using Elemental analyzer VSM-VT. High resolution mass measurements were carried out using Micromass Q-ToF instrument using direct inlet mode.
H NMR spectrum of vinylogous carbonate 11
13 C NMR spectrum of vinylogous carbonate 11 8.5 8.0 7.5 7.0 6.5 6.0 5.5 5.0 4.5 4.0 3.5 3.0 2.5 2.0 1.5 1.0 0.5 ppm General instructions for crystal data and structure refinement
Single crystal was grown in suitable solvent systems for their structural studies by slow evaporation of the solvents. Crystals of suitable size were tested for single crytallinity using Leica DM-EP polarizing microscope. X-ray data collection was performed with Bruker AXS (Kappa Apex 2) CCD Diffractometer equipped with graphite monochromated Mo (Kα) (λ = 0.7107 Å) radiation. Crystal fixed at the tip of the glass fibre was mounted on the goniometer head and was optically centered. The automatic cell determination routine, with 32 frames (frame width 0.5) at three different orientaions of the detector was employed to collect reflections and the program APEX-SAINT was used for finding the unit cell parameters.
Four-fold redundancy per reflection was utilized for achieving good absorption correction using multi-scan procedure. Besides absorption, Lorentz polarization and decay correction were applied during data reduction. The program SADABS was used for absorption correction using multi-scan procedure.
The structure was solved using SHELXS-97 and refined by full-matrix least square techniques using SHELXL-97. All hydrogens were fixed at chemically meaningful positions
and riding model refinement was applied.
Molecular graphics were drawn using ORTEP32. 
